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Lo TaMARCH9

TaMARCH9 : 001 -MD---SSE--EETIMSDSDELLDRKDQ-SGSLPQLSEPQPATVIVLEIEDE-ETDGSYAACCRICLEAESE-IGDELISECMCKGTQQFVERSCLDEWRSVKEGFAFSHCTTCKA 107
BRADI3¢34880v3 : 001 =MD=-=--MSG--EERIFSDSDFLLERKDEEADFLPQLSPPQPATVSTLEIEDE-ETDGSSAACCRICLEAESD-IGDDLISFCMCKGTQQFVHERSCLDEWRSVKEGFAFSHCTTCKA 108
Zm00001eb055230 ¢ 001 —=MD---RNNELEEVVENDSDPLIGRENRESESSVELSPPQPATVNLLEIEDE-ETDGSSAACCRICLENESE-IGDELISPCMCKGTQQFVHRSCLDHWRSVKEGFAFSHCTTCKA 110

ATIG11020 : 001 MMQGEVQLQ DSQKLSDSA LLGDHTNSSSAS SAASWAGNSDEIKAEEDLENDASSA CCRICLEDDSELLGDELISPCMCKGTQQFVHRSCLDHWRSVKEGFAFSHCTTCKA 116:
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TaMARCHS9 : 108 QFHLRVETLEDN-SWR-KIKFRLFVARDVILGFLAVQITIAIISAIAYFLDRDGSFRNSFSDCWDRILSKEPIFFYYCIGVVVEFEFVLLGFFGLIVAECSSLNDNODPCLVGCRNCCY 221+
BRADI3g34880v3 : 109 QFHLRVETLEDN-SWR-KLKFRIFVARDVILGFLAVQLTIAIISAIAYFLDRDGSFRNSFSDGWDRILSKHPIPFYYCIGVVVFEVLLGEFFGLIVHECSSENDNQDPCLAGCRNCCY 222
Zm00001eb055230 : 111 QFHLRVETWEDN-SWR-KMKFRIFVARDVLLVELAVQLTIAIIGAIAYFLDRDGSFRNSFSDGWDREFLSKEPIFFYYCIGVVVEFEVLLGFFGLIVACSSFNDNQDPCLAGCRNCCY 224 -
AT1G11020 = 117 QFHLRVEFFEDNNSWRRKAKFRLFVARDVLLVFLAVOTVIAVMAGFAYMMDKDGEFRNSENDDWDRILSKHEP IPFYYCIGVISFFVLTIGFLGIILHCSALNGN-DPRMAGCONCCY 231 ¢
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TaMARCH9 : 221 GNGILDCLFPASLEACFALVVLFIVVFAILGIAYGFLAATMAVQRIWQRHYHILTKRELTKEYVVEDLHGSYSAPKLEPEHEERLKILKLL 311 :
BRADI3¢34880v3 : 223 GWGILDCLEASLEACFALVVVFIVVFAILGIAYGFLAATMAVORIWQRHYHILTKRELTKEYVVEDLHGSYTAPKLEFEHEERLKMLKLL 312 -
Zm00001eb055230 : 225 GWGILDCLEASLEACFALVLVEVVVFAILGIAYGFLAATMAVORIWQRAYHILTKRELTKEYVVEDLHGNYTAPKLDFEHEERLKMLKLL 314 -

AT1G11020 : 232 GWGVLDCFPASMEACFALVVVEVVIFAILGLAYGFLAATMAIQRIWQREYRILTKRELTKEY IVEDLEGSYTPPKLDAEHEGRLKMLKLL 321
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Supplementary Figure. 1. Sequence analysis of TaAMARCH9 protein alignment. (A) Phylogenetic tree showing the deduced protein sequence from other plants. (B) Sequence

alignment from other plants: Ta, Triticum aestivum Horvu, Hordeum vulgare Zm, Zea mays At, Arabidopsis thaliana.



